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	INSTITUTION AND LOCATION
	DEGREE
(if applicable)
	Completion Date
MM/YYYY
	FIELD OF STUDY

	Gwynedd-Mercy College, Gwynedd Valley, PA
	AS, with distinction
	1990
	Nursing

	Gwynedd-Mercy College, Gwynedd Valley, PA
	BS, summa cum laude
	05/1994
	Biology

	Medical College of Pennsylvania, Philadelphia, PA
	MD
	09/1998
	Medicine

	Massachusetts General Hospital, Boston, MA
	Clinical Internship
	06/1999
	General Surgery

	Massachusetts General Hospital, Boston, MA
	Clinical Residency
	06/2001
	General Surgery

	University of California Los Angeles, Los Angeles, CA
	Research Fellowship
	06/2003
	Surgical Oncology

	Massachusetts General Hospital, Boston, MA
	Clinical Residency
	06/2005
	General Surgery

	Harvard University, Cambridge, MA
	MMSc
	2012
	Medical Science

	National Institutes of Health, National Cancer Institute, Bethesda, MD
	Clinical Fellowship
	2008
	Surgical Oncology



A.	Personal Statement

My career commitment has always been to advance the understanding and treatment of disease through science. After completing my medical degree, I entered surgical residency training at the Massachusetts General Hospital / Harvard Medical School where I became interested in the biology and treatment of cancer. During the course of my training, I completed two fellowships in surgical oncology with a focus on immunotherapy for cancer. I was recruited to the Massachusetts General Hospital in July 2008 to join the faculty in the Division of Surgical Oncology and have an active research laboratory focusing on melanoma tumorigenesis and immunotherapy for melanoma and other cancers. One exciting finding from our laboratory published in Cancer Research describes the effect of BRAF-targeted therapy on tumor antigen expression in melanoma as a basis for combining targeted therapy and immunotherapy in the treatment of this disease. Since that time, we validated those findings in patients treated with BRAF inhibitors, and this work was published in Clinical Cancer Research. Additionally, we helped establish a unique set of serial tumor biopsies and blood samples from patients enrolled on clinical trials on BRAF inhibitors and through analysis of these samples, we were able to contribute significantly to the world literature regarding resistance mechanisms and the effect of targeted therapy on anti-tumor immunity. Importantly, we began studying the microbiome in the context of resistance to cancer therapy in collaboration with a group from MIT and the Broad Institute while I was still at Harvard University, with a recently published paper in Science describing these studies. Since 2013, I have continued this critical work at The University of Texas MD Anderson Cancer Center to better understand responses and resistance to therapy; this includes groundbreaking work published in Science elucidating the role of the gut microbiome in shaping responses to immunotherapy in melanoma. We are also exploring other immune cell subsets and their role in response to immune checkpoint blockade - including the role of B cells (with 3 manuscripts recently published in Nature.)



B.	Positions and Honors
Positions and Employment

2004-2013	Assistant Surgeon, Massachusetts General Hospital, Boston, MA
2005-2006	Instructor, General Surgery, Massachusetts General Hospital and Harvard University, Boston, MA
2008-2013	Instructor, Surgical Oncology, Massachusetts General Hospital and Harvard University, Boston, MA
2013	Assistant Professor, Division of Surgical Oncology, Massachusetts General Hospital and Harvard University, Boston, MA
2013-2015	Assistant Professor, Department of Genomic Medicine and Surgical Oncology, The University of Texas MD Anderson Cancer Center, Houston, TX
2015-2019	Associate Professor, Department of Genomic Medicine and Surgical Oncology, The University of Texas MD Anderson Cancer Center, Houston, TX
[bookmark: _Hlk103845952]2019-present	Professor, Department of Genomic Medicine and Surgical Oncology, The University of Texas MD Anderson Cancer Center, Houston, TX

Other Experience and Professional Memberships

1994-present	Member, American Medical Association
2006-present	Member, American College of Surgeons
[bookmark: _Hlk35336137]2007-present	Member, American Association for Cancer Research
2007-present	Member, American Society for Clinical Oncology
2007-present	Member, Society of Surgical Oncology
2014-present	Member, Society for Immunotherapy Cancer
2014-present	Member, The Society for Melanoma Research
2014-present	Member, Harris County Medical Society
2014-present	Member, South West Oncology Group
2018-present	Member, International Advisory Board
2018-present	Member, The Lancet Oncology
2019-Present	Member and Councilor, American Society for Clinical Investigation
Honors

2003	Harvey Baker Traveling Fellowship, Society of Surgical Oncology
2009	Gynecologic Oncology Teaching Award, Massachusetts General Hospital
2010	Claflin Distinguished Scholar Award, Harvard University, Center for Faculty Development
2011	Cancer Center 100 Award, Massachusetts General Hospital
2014-2015	Neufeld Memorial Research Grant Award, United States - Israel Binational Science Foundation
2014	Outstanding Young Investigator Award, Society for Melanoma Research
2014-2017	Rising STARS Award, The University of Texas System
2014-2016	The Regents' Health Research Scholars Award, The University of Texas System
2015-2016	Knowledge Gap Seed Funding, The University of Texas System
2017-2019	Andrew Sabin Family Foundation Fellowship, The University of Texas MD Anderson Cancer Center
2018	R. Lee Clark Prize, The University of Texas MD Anderson Cancer Center
2019	Outstanding Investigator Award, Society for Melanoma Research
2020	Texas Business Women's Award, The Texas Business and Professional Women’s Foundation
2020 	Dallas/Fort Worth Living Legend Faculty Achievement Award in Basic Research, The University of Texas MD Anderson Cancer Center., 2020-2021

C.	Contributions to Science

1. Delineating the role of the gut microbiome in response to immunotherapy. Our group has contributed significantly to studies interrogating the role of the gut microbiome in response to immunotherapy. To date, we have collected and sequenced gut and oral microbiome samples on over 500 patients with melanoma, and we identified bacterial “signatures” in the gut microbiome that are associated with response to immune checkpoint blockade. We also performed mechanistic studies in pre-clinical models (using gnotobiotic mice) and have gained initial insight into how the gut microbiome modulates host and anti-tumour immunity. We have received international recognition for this work, and published these findings in Science in 2018. We are exploring the mechanisms behind this in melanoma, with a funded R01 grant (through the Provocative Questions program – PQ10). A patent was filed surrounding the signature we identified in the gut microbiome, and we are working with the Parker Institute for Cancer Immunotherapy (PICI) to run a novel clinical trial using microbiome modulation in the setting of treatment with immune checkpoint blockade in patients with melanoma.
a. Patent Application PCT/US17/53717. Methods for enhancing immune checkpoint blockade therapy by modulating the microbiome. Inventors: Jennifer A. Wargo and Vancheswaran Gopalakrishnan.
b. Gopalakrishnan V, et al. Gut microbiome modulates response to anti-PD-1 immunotherapy in melanoma patients. Science. 2018 Jan 5;359(6371):97-103. PMCID: PMC5827966.
2. Defining the immune effects of targeted therapy. Our laboratory was the first to describe the immune effects of BRAF-targeted therapy in melanoma. In our initial studies, we first assayed BRAF-mutant and BRAF-with cell lines before and after treatment with targeted therapy, and made the novel observation that treatment with targeted therapy was associated with a significant increase in melanoma antigen expression which was associated with enhanced reactivity to antigen-specific T cells. Next, we characterized the response to BRAF inhibition in patients enrolled in clinical trials of BRAF inhibitors. BRAF inhibition was associated with a dense CD8 T cell infiltrate and increased melanoma antigen expression, which were abrogated on the emergence of resistance to therapy. Interestingly, we also saw high levels of PD-L1 and lower levels of immunosuppressive cytokines (IL-6, IL-8) in patients shortly after initiation of BRAF inhibition. We also studied specificity of the immune response to BRAF-targeted therapy via T cell receptor sequencing. Simultaneously, we characterized the response to BRAF inhibition in an immunocompetent model of BRAF-mutant melanoma, demonstrating a critical contribution of CD8 T cells to the treatment response. We observed an increase on CD4 and CD8 T cell infiltration on treatment of mice with BRAF inhibitor, which was associated with increased IFN (interferon gamma) and TNF (tumor necrosis factor alpha).
a. Boni A, et al. Selective BRAFV600E inhibition enhances T-cell recognition of melanoma without affecting lymphocyte function. Cancer Res. 2010 Jul 1;70(13):5213-9. PubMed PMID: 20551059.
b. Khalili JS, et al. Oncogenic BRAF(V600E) promotes stromal cell-mediated immunosuppression via induction of interleukin-1 in melanoma. Clin Cancer Res. 2012 Oct 1;18(19):5329-40. PMCID: PMC3463754.
c. Liu C, et al. BRAF inhibition increases tumor infiltration by T cells and enhances the antitumor activity of adoptive immunotherapy in mice. Clin Cancer Res. 2013 Jan 15;19(2):393-403. PMCID: PMC4120472.
d. Frederick DT, et al. BRAF inhibition is associated with enhanced melanoma antigen expression and a more favorable tumor microenvironment in patients with metastatic melanoma. Clin Cancer Res. 2013 Mar 1;19(5):1225-31. PMCID: PMC3752683.
3. Understanding response and resistance to targeted therapy and immune checkpoint blockade in melanoma and other cancers. In addition to understanding immune effects of targeted therapy, we have also contributed significantly to the understanding of resistance mechanisms to this form of therapy. This is critical, as resistance to therapy develops in nearly all patients with melanoma who are treated with these agents. To facilitate such studies, we collected longitudinal tumor biopsies and blood samples on patients with metastatic melanoma receiving this treatment, and performed a deep molecular analysis of resistance mechanisms in pre-treatment versus progression samples. We gained a great deal of insight through these analyses, with findings published in high impact journals such as Nature, Cancer Cell, Cancer Discovery, Cancer Research, Nature Medicine, PNAS, and Clinical Cancer Research. We have continued this translational research in other forms of targeted therapy in melanoma as well as in other cancers, with promising findings.
a. Johannessen CM, et al., COT drives resistance to RAF inhibition through MAP kinase pathway reactivation. Nature. 2010 Dec 16;468(7326):968-72. PMCID: PMC3058384.
b. Berger MF, et al. Melanoma genome sequencing reveals frequent PREX2 mutations. Nature. 2012 May 9;485(7399):502-6. PMCID: PMC3367798.
c. Hodis E, et al. A landscape of driver mutations in melanoma. Cell. 2012 Jul 20; 150 (2):251-63. PMCID: PMC3600117.
d. Wagle N et al., MAP kinase pathway alterations in BRAF-mutant melanoma patients with acquired resistance to combined RAF/MEK inhibition. Cancer Discov. 2014 Jan;4(1):61-8. PMCID: PMC3947296.

Complete List of Published Work in MyBibliography:
https://www.ncbi.nlm.nih.gov/sites/myncbi/jennifer.wargo.1/bibliography/44030724/public/?sort=date&direction=ascending

D.	Additional Information: Research Support and/or Scholastic Performance

Research Support
1P50CA221703-01A1 (Hwu)	9/1/2019-8/31/2024
NIH/NCI

The University of Texas MD Anderson Cancer Center SPORE in Melanoma - Core 2

Goal(s): The Melanoma Clinical Database, Tissue Resource, and Translational Pathology Core (Core 2) will maintain a comprehensive, prospective, relational database containing detailed clinical, pathologic, and outcome data for patients with melanoma seen and treated at MD Anderson.
Role: Core Director
RP200173 (McAllister)	3/1/2020-2/28/2024
Cancer Prevention & Research Institute of Texas (CPRIT)
Modulating the Gut- Tumor Microbial Axis to Reverse Pancreatic Cancer Immunosuppression
Modulating the gut-tumor microbial axis to reverse pancreatic cancer immunosuppression. 
Goals: To determine the functional relevance of whole PDAC tumor microbiome and specifically enriched in survivors, to reverse PDAC resistance in FMT and determine the role of FME in modulating gut/tumor.
[bookmark: _Hlk54271393]Role: Collaborator
5R01CA219896-02 (Wargo)	9/1/2018-3/31/2023
NIH/NCI
(PQ10) Enhancing Responses to Immune Checkpoint Blockade in Melanoma via Modulation of the Microbiome
Goals: Understanding of response and resistance to immune checkpoint blockade to identify predictive biomarkers within the gut microbiome in mouse models to overcome resistance or enhance response.
Role: Principal Investigator
5T32CA009599-32 (Meric-Bernstam/Wargo)	2/1/2018-1/31/2023
NIH/NCI
Training of Academic Surgical Oncologists
Goal(s): 1) Train surgical residents and surgical oncology fellows in the essential research skills necessary to be productive independent surgical investigators in clinical, translational, and laboratory-based oncology research; 2) Become leaders in oncology.
Role: Co-Principal Investigator
CCR-19-400 (McQuade/Wargo)	8/1/2019-12/31/2022
Clinical Cancer Research - Rising Tide Foundation 
High Fiber Diet to Enhance the Microbiome in Immunotherapy
Goal(s): Determine the effects of a whole foods high fiber dietary intervention in melanoma patients receiving immunotherapy on the gut microbiome and systemic and anti-tumor immunity.
Role: Co-Principal Investigator

RP200574 (Wargo) 											8/1/2020 – 7/31/2022 		 
Cancer Prevention & Research Institute of Texas (CPRIT)  
Targeting B cells to enhance responses to immune checkpoint blockade. 
Goal(s): Define optimal B-cell / tertiary lymphoid structures (TLS) markers of response to immune checkpoint blockade. Candidate antibodies will be examined for specificity and cell killing capacity in vitro. 
Role: Principal Investigator 
1U24CA224285-01 (Wistuba/Al-Atrash/Bernatchez)	9/30/2017-6/30/2022
NIH/NCI
Translational Cancer Immune Monitoring and Analysis Center (TCIMAC)
Goal(s): 1) Provide centralized and harmonized services for sample collection, processing and quality assurance; and 2) Use analytically-validated and standardized assays and platforms to offer state-of-the-art analyses for patients enrolled on NCI sponsored early phase immunotherapy clinical trials.
Role: Co-Investigator

18-90-52-ZHAN (Zhang)	10/1/2018-9/30/2021
American Association for Cancer Research (AACR)
Immunogenomic and Microbiota Evolution from Premalignancy to Lung Cancer. 
Goal(s): Determine the molecular, immune, and microbiome features associated with establishment and progression of lung premalignancy associated with Stage I lung ADC and risk of relapse.  
Role: Co-Investigator
(Wargo)	9/1/2016-8/31/2021
Parker Research Fund, Parker Institute for Cancer Immunotherapy
Parker Institute Collaboration
Goal(s): Scale immune, molecular, and microbiome profiling of longitudinal patient samples to assess response and resistance mechanisms to neoadjuvant checkpoint blockade inhibitor therapies.
Role: Principal Investigator

2018-PACT001 (Kopetz)										8/7/2019-8/06/2021
Foundation for The Natl Inst Of Health
Liquid Biopsy Pipeline to Inform Immuno-Oncology Trials
Goals: Develop a robust assay based on high throughput determination of several nucleic acids simultaneously in human blood samples which will accurately predict response in melanoma patients.
Role: Co-Investigator

MRA 564449 MRA Team Science Award (Cohen, Wargo)	5/1/2018-4/30/2021
Melanoma Research Foundation 
Diet, Mental Health, and the Microbiome in Response to Immunotherapy
Goal(s): 1) Expand our lifestyle survey to better understand how lifestyle factors might influence response to immunotherapy; and 2) Test the effects of diet and stress on response to immunotherapy in animal models.
Role: Co-Investigator

T2019-007 (McAllister) 										11/1/2019 – 2/21/2021   	 
V Foundation					 
Modulating pancreatic cancer immunosuppression by fecal microbial transplants
Goals: To study the role of direct inoculation of bacteria enriched PDAC survivors and reverse PDAC immunosuppression by FMT.
Role: Co Principal Investigator 
(McQuade)	1/15/2020-1/15/2021
Mark Foundation for Cancer Research Aspire Award
Controlled High-Fiber Dietary Intervention to Modulate Gut Microbiome in Melanoma Patients Receiving Immunotherapy
Goal(s): The development and approval of checkpoint inhibitor immunotherapy revolutionized the treatment of many cancers, including melanoma, patient responses are heterogeneous.
Role: Co-Investigator
SU2C-AACR-IRG-19-17 (Wargo)	4/1/2017-12/30/2020 (NCE)
American Association for Cancer Research (AACR)
Delineating the Role of the Microbiome in Modulating Tumor and Host Immunity
Goal(s): Incorporate modulation of the gut microbiome to enhance anti-cancer immune responses in clinical trials primarily in melanoma patients and mouse models.
Role: Principal Investigator
Completed Research Support
W81XWH-16-1-0121 (Wargo)	7/1/2016-9/30/2020 (NCE)
DOD Translational Team Science Award
Understanding the Immune-Biology of Checkpoint Inhibitors to Develop New Strategies for Therapy
Goal(s): Better understand how we can induce a strong immune response and combine checkpoint inhibitors with signaling inhibitors.
Role: Principal Investigator
Melanoma Research Alliance (Rai)	5/1/2017-4/30/2020
Epigenetic Effectors of Responses to Immune Checkpoint Blockade Agents
Goal(s): Define epigenetic basis of resistance to immune checkpoint blockade therapy.
Role: Co-Investigator

(Wargo)	12/1/2017-11/30/2019
Adelson Medical Research Foundation Miriam & Adelson Understanding and Improving Outcomes in Refractory Melanoma
Goal(s): 1) Improve our understanding of the molecular heterogeneity of this disease, to develop clinically relevant preclinical models of therapeutic resistance; and 2) Functionally test and optimize therapeutic strategies to overcome oncogenic drivers and resistance mechanisms.
Role: Principal Investigator 
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